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Abstract: [Purpose] To discuss the expression of Let-7a,miRNA-125b,miRNA-145, miRNA-21
and miRNA-155 in breast cancer tissue and benign breast tissue and clinicopathological character-
istics of patients with breast cancer. [Methods] ViiA™7 real-time fluorescence quantitative PCR
system was used to detect the expression levels of miRNA. [Results] Agent let-7a and miRNA-
145 was lower in breast cancer tissue than that in the benign group,the difference was statistically
significant(P=0.000). There was no significant difference of Let-7a,miRNA-125, miRNA-155,miR-
NA-21,and miRNA-145 in different clinical stages in breast cancer tissue. Relative expression of
MiRNA-155 in breast cancer tissue in PR group was statistically significant(P=0.009). Relative ex-
pression of miRNA-21 in PR group was statistically significant(P=0.037).[ Conclusion ] Deregulation
of miRNA-145 and let-7a in breast cancer tissue may be associated with the occurrence of breast
cancer. The expression of miRNA-155 and miRNA-21 may be associated with PR.
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Table 1 The experimental sequence primers

Cat.NO. miRNA full name miRBase number miRNA mature sequence
thg  RNA/u~ RNaseree CD201-0386  Has-let-7a-5p MIMATO0000062 UGAGGUAGUAGGUUGUAUAGUU
B AL pE R - allds
KD TSR EE i CD201-0047  Has-miR-125b-5p MIMAT0000423 UCCCUGAGACCCUAACUUGUGA
RNA Ff il RNA FESCTIIA 00201:0074  Has-miR-155-5p  MIMATO000646 UUAAUGCUAAUCGUGAUAGGGGU
RNA {4757 ,-80°CL- A7, I €D201-0092  Has-miR-21-5p  MIMAT0000076 UAGCUUAUCAGACUGAUGUUGA
OD {H5E 5 RNA W, {4 _CD201-0012  Has-miR-145-5p MIMAT0000437 GUCCAGUUUUCCCAGGAAUCCCU
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Table 2 Expression of miRNAs in two groups

¢ A5, LL U6 NS HE

2°(-Average A Ct)

Group

X IR L A - ACUE, i

let-7a miR-125b miR-155 miR-21 miR-145
BH-ACtHAF G IEZA 4 Breast cancer tissue 1.76£1.66  228+1.10  3.64+2.16 -0.89+1.56 —1.62+1.39
1, R R let-7a #1 miR- Breast benign group -1.87£1.79  1.89+1.72  3.01x1.99 -1.05+£2.15 -4.16+1.50
_ t 7.420 0.886 0.780 0.262 6.127
145 7EFL IR AL P a2 3k
fEE :FT;&?@HZ e % :%jﬁ ‘Jr P value 0.000 0.136 0.889 0.182 0.000
A THZH N, 227 H ILT
227 X (P=0.000) ;miR-125
miR-155 .miR-21 TE 2B i Table 3 Relationship of miRNA expression in breast cancer tissue
S L B P L S with different ages of patient
ZH 28 —J FL W) T+ 2H 21 Y
2°(-Average A Ct)
k2 B LG Re R g A N
RIBFEFLGEITF R (P> Ase let-7a miR-125h miR-155 miR-21 miR-145
0.05) (Table 2), <53 36 -0.74+238  2.17+¢1.54 3374202 -1.09+1.72  -3.37+1.86
Wor AL B4 4ih miR- =53 13 1784202  2.02+1.19  333:220 -0.71:220 -1.65£1.53
NA FIX 253k 5 B Z AR t -3.382 0.356 0.046 -0.636 -2.992
% z E W 5 el P value 0.001 0.721 0.963 0.528 0.004
Y SR, A M /N slet-/a
miR-145 1335 45 17 4 e Table 4 Relative expression of miRNAs in breast cancer tissue
#H I (P<0.05) (Table 3), between the clinical staging
2.3 miRNAs ZEZL IR A L Clinical N 2°(-Average ACy)
mEANEEZEEIABRIES staging Let-7a miR-125 miR-155 miR-21 miR-145
I 4 4.01+1.14 0.19+1.12 0.18+0.74 0.07+1.73 2.50+2.54
lGRBIEEFIIHI X &R
% ]mf?Eﬁ E%{_{EE’J;‘&% 1l 12 4.01+£2.52 0.22+2.26 -0.06+3.30 0.18+2.71 3.13+2.07
Let-7a ,miR-125 .miR- 1} 8  357+178  0.59+1.94  0.84+290  1.46:2.11  2.46+2.36
155 .miR-21 .miR-145 19 1 F 0.114 0.095 0.231 1.168 0.261
0 Kk S AN value . A . . .
St 5 3k 5 76 R WG R 4r ) Poal 0.893 0910 0.796 0.330 0.773
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Table 5 Relative expression of miRNAs in breast cancer tissue in patients with hormone receptor expression

Receptor type

N

2°(-Average A Ct)

Let-7a miR-125 miR-155 miR-21 miR-145
ER — 3 3.55+1.32 -1.55+1.14 -0.25+1.80 0.99+0.37 1.19+1.61
+ 4.99+2.21 1.61+1.69 2.44+2.13 0.12+2.76 4.09+2.08
++ 10 3.40+2.17 0.13+2.03 -0.98+3.11 0.36+2.80 2.62+2.38
+++ 4 3.28+1.78 0.04+1.60 0.04+2.14 0.58+2.30 2.21+1.25
P 0.408 0.102 0.092 0.967 0.218
PR = 8 3.54+2.45 —0.87+1.96 -0.98+2.44 -0.84+2.39 1.96+2.75
+ 4 4.77+2.53 0.02+2.18 1.02+2.60 -1.82+£2.21 2.18+1.18
++ 6 4.17+1.11 1.92+1.03 3.11+1.70 2.39+0.49 4.05+2.09
+++ 6 3.38+2.17 0.59+1.63 —-1.38+2.37 0.56+2.57 3.08+1.54
P 0.726 0.052 0.009 0.037 0.319
HER-2 = 9 4.29+2.08 0.59+1.70 -0.33£2.72 0.49+2.24 3.53+2.37
+ 7 3.83+1.43 1.28+1.57 1.68+1.92 1.18+1.75 3.11+1.74
++ 4 2.49+1.65 —0.84+1.63 -0.22+3.06 0.99+0.37 1.68+2.32
+++ 4 4.36+3.26 —-0.70+2.87 -0.30+4.29 0.12+2.76 1.71+2.12
P 0.519 0.227 0.511 0.126 0.371
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