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Research Advance in Proteomics of Gastric Cancer by

Using Different Specimens
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Abstract ; Gastric cancer is one of the leading causes of cancer death in the world,early detection
is the key to improve the prognosis of gastric cancer. Therefore,finding tumor markers related to
gastric cancer has become a hot issue in the current research field. The widespread use of pro-
teomics has benefited from its revolutionary research techniques,allowing a large number of speci-
mens to be screened,such as cancer cell lines,cancer tissues,blood of cancer patients and speci-
mens infected with Helicobacter pylori. Because of this,we can identify novel potential tumor
markers with relatively high specificity and sensitivity. In this article we review the research
progress in proteomics of gastric cancer by using different specimens,discuss the characteristics
and functions of potential marker proteins of gastric cancer,and analyze some existing problems
and prospects of proteomics in gastric cancer research.
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