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Abstract ; Circular RNAs (circRNAs),unlike linear RNAs, are long,non-coding RNAs character-
ized by covalently closed continuous loop without 5’ to 3" polarity and polyadenylated tail. The
circRNAs are enormously abundant,evolutionally conserved and relatively stable in cytoplasm.
These features confer numerous potential functions to circRNAs,such as acting as microRNA
(miRNA) sponges, binding to RNA associated proteins to form RNA-protein complexes and then
regulating gene transcription. Importantly ,mutantion or abnormal expression of circRNAs are
closely related to the occurrence and development of various tumors. It may provide a molecular
marker or potential target for early diagnosis,efficacy evaluation,prognosis and gene therapy of
cancers.
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miRNAs #2412 5585, $#2/5 circRNAs A iEZ 5 i
RRA R R BEIE R cireRNAs BT AR5y
W EN AN AR ER T b, O BoaT LU i R A D ik (1)
U A |t 380G A BORE ) ok 2 A &, ] LA
VB g I8 W AR 04 03 5 hi 350, R I 64 002 W 7
%Zﬂzﬁ U FOUI 0 e A PRIG  7  HE—  A E
o TEFRR cireRNAs Wl FE b BIF 50 5 Bl 2 % 0
%*U( RNA-7 (circular RNA sponge for miR-7,¢ciRS-7),
SE AU S P ) P A 031 2 B DR 53 WD) (testis-spe-
cific sense transcript of the male sex-determining gene,
circ-SRY ) Mk RNA-ITCH(circular RNA ITCH, circ-
ITCH) AT LUIAE R miRNA W4, I B 5 B A %,
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J& & A fi§-13 (matrix metalloprotein-13, MMP-13) , &
J 4 J& £ 1 if-10 (matrix metalloprotein-10, MMP-10)
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001569 w] LAH ] 77 miR-145 #9335, 9845 H iz
FUILN BAG4 E2F5 FMNL2, {i k4% B i 1) 43 5
FIR M s B 5 Guo 282K B hsa_cire_0000069 A4 3
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