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Abstract: Long non-coding RNA (IncRNA) is a type of RNA that has a transcriptional length of
over 200 nucleotides,which plays an indispensable role in regulation of gene expression in tumor
cells. LncRNA is closely related to the continuous proliferation,induction of angiogenesis,inva-
sion and metastasis, resistance to cell death and infinite replication of tumor cells. Recent studies
have found that IncRNA plays an important role in the cell cycle and invasion of bladder cancer.
This article reviews the recent research progress of IncRNA in bladder cancer.
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