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Abstract: [Objective] To investigate the expression of purine-arginine-rich and leucine-rich pro-
tein (PRELP) in gastrointestinal malignant tumors and explore its correlation with prognosis of pa-
tients. [Methods] The RNA expression data of PRELP in four gastrointestinal malignant tumors
(esophageal cancer, stomach adenocarcinoma, colon adenocarcinoma and rectal adenocarcinoma)
were obtained from The Cancer Genome Atlas (TCGA) and GTEx database, and then the differ-
ential expression of PRELP were analyzed. The correlation between PRELP expression and tumor
prognosis was analyzed with Kaplan-Meier survival curve. Protein-protein interaction analysis was
performed using the STRING database. Functional enrichment analysis of differentially expressed
genes was conducted to explore biological function and potential pathways. Immune cell abun-
dance was calculated for four tumors by CIBERSORT and the association with PRELP expression
was performed. Pearson correlation test was applied to analyze the correlation between PRELP and
immune checkpoint gene expression. The differential expression of PRELP in cancer and adjacent
tissues in different gastrointestinal malignant tumors was verified by qRT-PCR. [Results ] The ex-
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pression of PRELP was significantly lower in four gastrointestinal malignant tumors than that in
normal tissues (P<0.001), and high PRELP expression was associated with poor prognosis in
stomach adenocarcinoma, colon adenocarcinoma and rectal adenocarcinoma (all P<0.05), whereas
low PRELP expression was associated with poor prognosis in esophageal cancer (P<0.05). PRELP
expression was associated with tumor immune function, immune cell abundance, and immune
checkpoint expression. In addition, the difference of PRELP expression between cancerous and
paracancerous tissues was confirmed by qRT-PCR results. [ Conclusion] PRELP is related to clini-
cal prognosis of gastrointestinal malignant tumors and shows a significant correlation with immune
infiltration and immune checkpoint expression in the tumor microenvironment. PRELP may serve
as a potential biomarker and therapeutic target for various gastrointestinal malignant tumors.
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Notes : COAD : colon adenocarcinoma; ESCA :esophageal carcinoma; READ :rectal adenocarcinoma;STAD :stomach adenocarcinoma;
PRELP : purine-arginine-rich and leucine-rich protein.

Figure 1 Analysis of differential expression of PRELP between gastrointestinal malignant tumor tissues and normal tissues
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Figure 2 Correlation between PRELP and survival rate of gastrointestinal
malignant tumor patients
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Notes : A:PRELP related protein-protein interaction network; B~C:PRELP functional enrichment map.
PRELP : purine-arginine-rich and leucine-rich protein.

Figure 3 PRELP related protein-protein interaction network and functional
enrichment analysis
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Figure 4 Correlation between PRELP and immune cell abundance and immune
checkpoint genes

M8 2 2 7% 2024 4 %5 30 5% 10

i 3 5 M X 4 B 2 240 iR 52 T o 5 2 4 M ) g 7 A
ST A bR S e BB B e A R A, T A T
IR 4t e R . ABIEFEAE R W] PRELP 3k
55 B BUR bR G S5 R SR AL A MR B B v B
A 2 i 35 T 28 A A S 3 A DG, R R AE T2 T A

BITHE bR Y .

B A FASAEAE A
SRR, w5, gl
A Bl RFEAS AR 5 HkoA
ALK 2 % W] PRELP 7F
4 P 7 Ak T B oY
AR AE , ELARAE FBLHI
H 5 4 0 41 i ) RE I 42 1)
1) 5 AT i — 20 5L 0
E, TR B9 H: rh A DG [
B AT BE S R ok 1 BF 58 7
] ; Fi &, & F PRELP 7€ 4
ol T A T8 0 e b R
988 B A2 98 1 T3 AR AE S
IR AT,

M2 PRELP 5iH1kis
A e 9 e DR TS A OGO
16 M9 SO 85 b 5 g i
T A A i Rk 2
AH G, AT BE AT AE S 2 Fh il
A T8 S MR T AE Y TS
P& LA BB A

S E 3Rk

[1] RUCCI N,CAPULLI M,
VENTURA L, et al. Proline/
a rginine-rich end leucine-
rich repeat protein N-termi-
nus is a novel osteoclast an-
tagonist that  counteracts
bone loss [J]. J Bone Miner
Res,2013,28(9):1912-1924.

[2] DELLETT M,HU W, PA-
PADAKI V,et al. Small
leucine rich proteoglycan
family regulates multiple

signalling pathways in neu-

ral development and main-

845



Journal of Chinese Oncology,2024,Vol.30,No.10

Table 1 Differential expression of PRELP in cancer
tissues and adjacent tissues of different tumors

Group PRELP[M(IQR) ] VA P
COAD
Cancer 0.87(0.57)
2.356 0.018
Adjacent 1.52(0.93)
ESCA
Cancer 1.52(1.61)
3.223 0.001
Adjacent 5.77(7.25)
READ
Cancer 0.90(0.86)
3494 <0.001
Adjacent 4.00(4.57)
STAD
Cancer 0.86(0.46)
2.583 0.010
Adjacent 0.24(0.79)

Notes : COAD : colon adenocarcinoma ; ESCA : esophageal carcinoma ;
READ : rectal adenocarcinoma ; STAD : stomach adenocarcinoma ;
PRELP: purine-arginine-rich and leucine-rich protein; M (IQR) :
median (interquartile range ).
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Notes:COAD:colon adenocarcinoma; ESCA :esophageal carcinoma;
READ : rectal adenocarcinoma ; STAD : stomach adenocarcinoma ;
PRELP:purine-arginine-rich and leucine-rich protein;*:P<0.05;
##, P<0.01 5%*%, P<0.001.

Figure 5 ¢PCR confirms differential expression of
PRELP in cancer tissues and adjacent tissues of
different tumors
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